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Kinetin was the first cytokinin discovered and named because of the compounds' ability to promote cytokinesis (cell division). 2 Cytokinins influence the path of differentiation by stimulating RNA and protein synthesis. The production of proteins could be the cause of cytokinins' ability to trigger cell division. Subsequently, naturally occurring cytokinins were detected in a number of plants; presumably, they are of universal occurrence in the plant kingdom. The crystal and molecular structures of the title compound (I) have been determined as a part of a research project on the structure and conformation of cytokinins. stable, and a change in the crystalline appearance was observed during X-ray exposure. These crystals have a poor diffraction pattern at high 2θ values. The structure was solved by direct methods and refined by full-matrix least-squares with anisotropic temperature factors for the non-hydrogen atoms. The hydrogen atoms bonded to the carbon and nitrogen atoms were assigned based on the expected bonding geometry. The hydrogen atoms were refined isotropically in the final leastsquares cycles. The software used to prepare material for publication was PARST97.
3 Table 1 summarizes the crystal and experimental data. The molecular structure is shown in Fig.  1 .
There are two independent molecules in the asymmetric unit, denoted by A and B. The bond lengths and angles of the adenine moieties observed in the present study are in good agreement with the corresponding values found for some active cytokinins, such as the 6-furfurylaminopurine (kinetin) 4 and 6-(4-hydroxy-3-methyl-cis-2-butenyl)amino purine (cis-zeatin). 5 Both molecules are very similar in terms of the bond lengths and angles, but quite different in terms of the torsion angles. The main torsion-angle differences occur in the side chain at N6, giving rise to these two different structures. Larger differences occur for the N6-C10 and C10-C11 bonds, as compared with the corresponding ones of molecule A with molecule B, and define the orientation of the phenyl ring with respect to the purine ring. The N 6 -substituent is distal to the imidazole ring, as in the case of other active cytokinins. In IA, the adenine dihedral angle between the adenine moiety and the phenyl ring is 73.2(3)˚ [in IB, the angle is 83.9(2)˚]. For IA, the puckering-parameters values (φ2, θ2 and Q), 6 for the tetrahydropyranyl ring is a half-chair ( 1 H4) conformation [for IB, chair conformation ( 1 H4)]. The final atomic coordinates and equivalent isotropic temperature factors are given in Table 2 . Selected bond distances and angles are listed in Table 3 . There is only one C-H···O, interaction <3.4 Å [C10-H10B···O1A, distance of 3.321(10)Å. The packing in the crystal is entirely due to van der Waals forces. ANALYTICAL SCIENCES SEPTEMBER 2003, VOL. 19 Table 2 Final atomic coordinates and equivalent isotropic  temperature factors (Å   2   ) x y z Ueq Ueq = (1/3)ΣiΣjUij(ai*aj*)(ai·aj).
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